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Figure 1. Overview of Japanese Mouse Clinic in RIKEN BRC

Figure 2. The workflow of pipeline 1 in Japan Mouse Clinic -fundamental screen-

Figure 3. The workflow of pipeline 2 in Japan Mouse Clinic -behabioral screen-
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Publications
【Original Papers】  (*Peer reviewed journals) 

Gondo Y., Wakana S., Masuya H.: “Trend in the large-

scale mouse mutagenesis projects in the world.” 

Jikkennigaku 26, 2130-2135 (2008) in Japanese.

Kaminuma E., Masuya H., Miura I., Motegi H., 

Takahashi K., Nakazawa M., Matsui M., Gondo Y., 

Noda T., Shiroishi T., Wakana S., Toyoda T.: “Objective 

evaluation measures of marker selection in large-

scale SNP genotyping.” Journal of Bioinformatics and 

Computational Biology, 6:905-917 (2008).*
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2.

Sakuraba Y., Kimura T., Masuya H., Noguchi H., Sezutsu 

H., Takahasi K.R., Toyoda A., Fukumura R., Murata T., 

Sakaki Y., Yamamura M., Wakana S., Noda T., Shiroishi 

T., Gondo Y.: “Identification and characterization of new 

long conserved noncoding sequences in vertebrates.” 

Mammalian Genome (in press).*

3.

Oral Presentations

Furuse T., Wada Y., Hattori K., Yamada I.,, Kushida 

T., Shibukawa Y., Masuya H., Kaneda H., Miura I., 

Kobayashi K., Shiroishi T., Yuasa S., Wakana S.: 

“Genetic and phenotypic analyses of an ENU-induced 

mouse mutant that shows AD/HD-like behavior.” 22nd 

International Mammalian Genome Conference, Prague, 

Czech Republic, Nov. 2-5 (2008).

Masuya H., Tanaka N., Waki K., Kobayashi N., Toyoda 

T., Shiroishi T., Wakana S., Mizoguchi R.: “Statistical 

inference for mammalian omic data integration on the 

Semantic Web.” 22nd International Mammalian Genome 

Conference, Prague, Czech Republic, Nov. 2-5 (2008).

Tanaka N., Waki K., Mizoguchi R., Kobayashi N., 

Toyoda T., Shibukawa Y., Kushida T., Yamada I., Furuse 

T., Wakana S., Masuya H.: “Development of interigent 

infrastructure for description of experimental protocols 

with Semantic Web technology.” 22nd International 

Mammalian Genome Conference, Prague, Czech 

Republic, Nov. 2-5 (2008).

Wakana S., Suzuki T., Masuya H., Miura I., Kobayashi 

K., Kaneda H., Furuse T., Yamada I., Motegi H., Toki 

H., Inoue M., Minowa O., Tanaka N., Noda T., Shiroishi 

T., Obata Y.: “A plan of Japanese Mouse Clinic in 

RIKEN BRC.” 22nd International Mammalian Genome 

Conference, Prague, Czech Republic, Nov. 2-5 (2008).
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【International Conferences】

Suzuki T., Sato H., Ikeda K., Masuya H., Yokoyama 

H., Nishimura S., Kaneda H., Miura I., Kobayashi K., 

Toki H., Minowa O., Kurihara Y., Shiroishi T., Wakana 

S.: “Genetic analyses of inherited retinal degeneration 

model mouse in ENU mutagenesis.” 22nd International 

Mammalian Genome Conference, Prague, Czech 

Republic, Nov. 2-5 (2008).

Ono T., Akamatsu N., Shitara H., Ishii R., Taya C., 

Yamada I., Shibukawa Y., Kushida T., Furuse T., Watabe 

K., Wakana S., Yonekawa H..: “Mice deficient in alivin1/

amigo2 show enhanced locomotor activity and reduced 

fear and anxiety.” 22nd International Mammalian 

Genome Conference, Prague, Czech Republic, Nov. 2-5 

(2008).

Murata T., Umemura N., Nakayama E., Yamaguchi 

T., Nakahara A., Karouji K., Ishitsuka Y., Kotaki H., 

Fukumura R., Makino S., Nakai Y., Toki H., Motegi H., 

Kaneda H., Noda T., Wakana S., Gondo Y.: “Molecular 

and mouse level analyses of multiple point mutations of 

beta-catenin gene obtained by ENU-based Gene-driven 

mutagenesis.” 22nd International Mammalian Genome 

Conference, Prague, Czech Republic, Nov. 2-5 (2008).
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【Domestic Conferences】　Total　28




