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Novel models and analyses
for innovative cancer therapies

mechanisms pre-symptomatic phenotype models and drugs
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In augmenting the value of human disease model mouse as a resource for research and development,
the identification of causal gene is indispensable process. Detailed information on phenotypes based on
molecular mechanisms that may correspond to the conditions of human diseases brings both basic and
practical values. As human cancer model mice that can be directly applied to novel therapies for human
cancer, we continue efforts to establish human cancer-derived-cell xenograft models. To meet those

Development of advanced mouse phenotype analysis technologies
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objectives our team is developing advanced phenotype analytical technologies.
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Development of Technology in 2012-2013
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preparation). This study is collaboration research with
Advanced NMR Metabomics Research Team, RIKEN
Yokohama Institute.
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development of innovative cancer therapy and drugs identified. It is of great importance to identify these gene ARFF BRI Mai NEI

(1) NMR metabolomic analysis To develop models in vivo showing function of target gene in mutations to establish the significance of mutants as deafness - —

Metabolomic analysis is a prospective approach to identify the the cells for novel cancer therapies under the consistent models. Establishment of novel deafness mutant would provide

marker of pre-symptomatic phenotype. We introduced '*C conditions with human cancer, we have established gene resource to be used in research for clinical application as well as

labeled molecule to examine metabolic pathway in mice. The knockdown systems in xenograft models. To facilitate the in basic investigation of essential auditory function left still

resultant samples are analyzed by 'H -3C -NMR that bring in progress of this project, joint research with Cancer Institute that unclear. To reach these goals, we are performing positional

highly enhanced detection sensitivity. Using these techniques, provide with advanced human cancer diagnostic technologies is cloning of putative novel deafness genes of the mutant lines and

we have started the experiment to discover atherosclerosis ongoing to establish the direct xenograft model using human investigating these functions.

related biomarker(s) using ApoE KO mice. Additionally, we cancer tissues. Analyses of these models greatly facilitate the

established data analysis technique using MCR-ALS establishment of resources that contribute to the development of

(multivariate curve resolution alternating least squares) method innovative cancer therapies and drugs.

to profile NMR data quantitatively with multi-groups (paper
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