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Information is a one of the most important elements for the dissemination of the bio-resources, foundation stones of the

scientific technologies and innovation. After the advent of information technology for data integration, it is expected
that data access to resources would be greatly improved. We aims to ensure one of the most advanced studies in this
research field and to develop integrated databases capturing broad-ranged information to expand use of bioresources.
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Development of Technology in 2010-2011
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(1) Basic studies on the data-standardization for
bioresources

We have continued basic research on the data formalization
about genetic information and phenotypic properties of
organisms in collaboration with Osaka University. The
Specification of data structure is open for biomedical
community as an ontology file, Genetics Ontology (GXO),at the
URL: http://www.brc.riken.jp/lab/bpmp/ontology/ontology_
gxo_j.html.
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(2) Development of the RIKEN integrated database of
mammals
For the practice of the data structure described above, we
developed The RIKEN integrated database of mammals
(http://scinets.org/db/mammal) in collaboration with
Bioinformatics And Systems Engineering division. The database
integrates not only RIKEN’s original databases, such as
Bio-resource database, FANTOM and the RIKEN Cerebellar
Development Transcriptome Database, but also imported data
from public databases, such as Ensembl, MGI and biomedical
ontologies. Through the development of this database, we propose
a novel methodology for the development of standardized
comprehensive management of heterogeneous data sets in
multiple databases to improve the sustainability, accessibility,

utility and publicity of the data of biomedical information.
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(3) Integration of resource with disease and drug

information using molecular network data.
We developed a new database system, “Bio-resource proposer”,
reasoning the supposed relationships between mouse resources
with disease or drug. This system may be valid to find candidate
of mouse resources valid for drug discovery. This is
collaboration with RIKEN Program for Drug Discovery and
Medical Technology Platforms.
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(4) Enhancement of the protocol database
To verify phenotype data based on the difference of the assay
protocol, We have developed a comparative standardised-protocol
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database, SDOP-DB (http://www.brc.riken.jp/lab/bpmp/SDOP/).
We newly developed a public service to collect procedures from
public, modification of the standardized data format for
procedure, PPML, and provision of a data-conversion software
SDOP to PPML.
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(5) International cooperation toward the standardization
and integration of mouse phenotype information
We have incorporated the IT-working group in the International
Mouse Pheontyping Consortium (IMPC) to discuss future

requirement of the global mouse phenotype database.
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The RIKEN integrated database of mammals:
The first top-level ontology-based database

http://scines.org/db/mammal
Masuya et.al. Nucleic Acids Res. (2011) 39: D861-870.

The trial of comprehensive integration of mammal-related
databases.
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