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Over view of 
Integrated Bioresource Information Division

Expansion of use of bioresouces
by improvement of resource
catalogs and advertisements

• Wider dissemination of bioresource data 
using Resource Description Framework 
(RDF)-related data integaration 
technologies

• Participation in global data integration in 
the biological science

• Collaboration with medical data 

Analyses of data of genome, disease
symptoms and images to development
novel use of bioresouces to contribute
in significant study area (e.g. health
expectancy, disase, homeostaisis)

New Division from 2018 in 4th Mid-Long Term Plan in RIKEN
Expansion of use of bioresources by IT: “No data, No resource”

Facilitate wide, effective and efficient use of bioresources for R&D in science and industry
Develop novel utilities and create new “values” of bioresouces by analyses of bioresource-
related big datas

Three programs to accomplish our mission 

(R&D) 
Data integration and 

standardization

Improvement of 
homepage contents

(R&D) 
Big data analysis

Medical�record

Family�history
Life style�

Pathological�
diagnosis
Genetic�
variations

Gene, cell, 
tissue and 
individual Integrated Database of Clinical and 

Genomic Information (AMED)
European Bioinformatics Institute

National Bioscience Database 
Center

Collaborations with:

Database Center for 
Life Science

RIKEN-centers including AIP

Integral use of data to bioresouces toward solution of human problems
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Japan Mouse Clinic

Fig. 1  The workflow of pipeline 1 in Japan Mouse 
Clinic- Fundamental screen- 

IMPC
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microphthalmia-like phenotype” Nature Communications 9, 3829 
(2018) 

Shiura H, Abe K, “Xist/Tsix expression dynamics during mouse 
peri-implantation development revealed by whole-mount 3D 
RNA-FISH” Scientific Reports, in press

International Conferences (Participants):1

Domestic Conferences (Participants): 1

Journals in English or non-Japanese (Peer reviewed)

Kim K, Suzuki A, Kojima H, Kawamura M, Miya K, Abe M, 
Yamada I, Furuse T, Wakana S, Sakimura K, Hayashi Y, 
“Autophosphorylation of F-actin binding domain of CaMKIIβ is 
required for fear learning” Neurobiol Learn Mem, 157:86-95 
(2019)

Moore BA, Leonard BC, Sebbag L, Edwards SG, Cooper A, Imai 
DM, Straiton E, Santos L, Reilly C, Griffey SM, Bower L, Clary 
D, Mason J, Roux MJ, Meziane H, Herault Y; International 
Mouse Phenotyping Consortium, McKerlie C, Flenniken AM, 
Nutter LMJ, Berberovic Z, Owen C, Newbigging S, Adissu H, 
Eskandarian M, Hsu CW, Kalaga S, Udensi U, Asomugha C, 
Bohat R, Gallegos JJ, Seavitt JR, Heaney JD, Beaudet AL, 
Dickinson ME, Justice MJ, Philip V, Kumar V, Svenson KL, 
Braun RE, Wells S, Cater H, Stewart M, Clementson-Mobbs S, 
Joynson R, Gao X, Suzuki T, Wakana S, Smedley D, Seong JK, 
Tocchini -Valent in i  G,  Moore  M,  Fle tcher  C,  Karp N,  
Ramirez-Solis R, White JK, de Angelis MH, Wurst W, Thomasy 
SM, Flicek P, Parkinson H, Brown SDM, Meehan TF, Nishina 
PM, Murray SA, Krebs MP, Mallon AM, Lloyd KCK, Murphy 
CJ, Moshiri A, “Identification of genes required for eye 
development by high-throughput screening of mouse knockouts” 
Commun Biol, 1:236 (2018)

Takahashi M, Tamura M, Sato S, Kawakami K, “Mice doubly 
deficient in Six4 and Six5 show ventral body wall defects 
r ep roduc ing  human  ompha loce le”  Di s  Mode l  Mech ,  
11:dmm034611 (2018)

Gotoh H, Miura I, Wakana S, “Genetic mapping of a male factor 
subfertility locus on mouse chromosome 4” Mamm Genome, 
29:1-7 (2018)

Kishimoto K, Tamura M, Nishita M, Minami Y, Yamaoka A, Abe 
T, Shigeta M, Morimoto M, “Synchronized mesenchymal cell 
polarization and differentiation shape the formation of the murine 
trachea and esophagus” Nat Commun, 9:2816 (2018)



























理研アドバイザリー・カウンシル
RIKEN Advisory Council (RAC)

バイオリソース研究センターアドバイザリー・カウンシル
BioResource Research Center Advisory Council (BRAC)

リソース検討委員会
Resource Committees

レビュー委員会
Review Committees

Evaluation System in RIKEN

国内外有識者と各センター AC委員長により、理研の活動全般を評価、
理事長に対して提言。

Consists of International and domestic experts and the chairpersons of the Advisory 
Councils of some of RIKEN’s centers, the RAC conducts evaluations of RIKEN’s 

activities as a whole, and formulates proposals for RIKEN’s president.

国内外有識者6名と各リソース検討委員長、レビュー委員長により、理研BRCの活動
全般を評価し、センター長に対して助言と提言。

Consists of six international and domestic experts and the chairpersons of each of the 
Center’s six Resource Committees and a Review Committee, the RIKEN BRAC evaluates 

the BRC’s activities as a whole, and formulates proposals for the BRC’s director.

基盤技術開発事業及びバイオリソース関連研究開発プロ
グラムに属する6研究室の成果に対し、2～ 3年ごとに評
価並びに助言・提言。
Every 2-3 years, the Review Committee evaluates the 
outcomes produced by six laboratories belonging to the Key 
Technology Development Division or the Bioresource 
Frontier Programs, and offer advice and formulate proposals.

それぞれのバイオリソースに関する整備方針・戦略
について、評価並びに助言・提言。
Every year, each of six Resource Committees offer 
evaluation and advice, and formulate proposals  
concerning plans and strategies for each of the 
bioresources held by the RIKEN BRC. 

RIKEN BRC

Divisions, Teams and Unit

Council for Science, 
Technology and Innovation

Evaluation as 
independent administrative 
institution

自己評価
Self Evaluation

外部評価
External Evaluation

総合科学技術・イノベーション会議

独立行政法人評価

理研の評価システム

RIKEN 

理事長からの諮問事項に基づいたセンター長からの諮問事項及び各委員会からの答申
Terms of reference from the BRC Director based on terms of reference from the RIKEN President, and responses from each committee. 


